Formate dehydrogenase H from Escherichia col contains multiple redox centers, which include a molybdopterin cofactor, an iron-sulfur center, and a selenocysteine residue 
catalytic activity. Here Molybdenum-containing enzymes are widely distributed in nature and play crucial roles in living organisms and in biogeochemical cycles (1) (2) (3) (4) . Among these enzymes are those that have a Mo atom coordinated to a member of a family of pterins called molybdopterins (5) (6) (7) .
The coordination sphere of Mo has been extensively studied by electron paramagnetic resonance (EPR) spectroscopy and x-ray absorption spectroscopy (3, 4, 8) . Most Fig. 1 , spectrum a. The signal has an intense but poorly resolved component in the g = 2 region and a much weaker component with g, of 2.094. At higher gain a number of satellites are observed (Fig. 1, spectrum b) . The Recently, Wootton et al. (9) showed that in the deduced primary sequences of six Mo-containing enzymes from prokaryotes there is a region of conserved amino acid sequence in which SeCys, Cys, or Ser occurs in an invariant position. The gene sequences of additional molybdopterin-containing enzymes from prokaryotes (24-27) also fit this pattern (Table  1) . Based on our finding that Se in the SeCys-140 residue of formate dehydrogenase H of E. coli is coordinated with Mo, we predict that the corresponding amino acid residue in these other enzymes also supplies a ligand to Mo. Thus, in formate dehydrogenase H from E. coli (24) Se of SeCys-196 should be the ligand to Mo, whereas in two other formate dehydrogenases that contain Cys in place of SeCys (25, 28) the ligand should be sulfur. Likewise, sulfur ofthe Cys residues present in nitrate reductases from E. coli and other bacteria (9, 26, 27, 31) (Table 1) can be predicted to serve as the ligand to Mo. Although the similarity of domains of dimethyl sulfoxide reductase (29) and biotin sulfoxide reductase (30) to those of the SeCys or Cys-containing enzymes is weaker, it is likely that in these enzymes the ligand to Mo is the oxygen atom of a Ser residue (9) . Structurally, the three amino acids in question-SeCys, Cys, and Ser-are similar and differ only by the one atom involved in the coordination to Mo. Although a number of amino acids were suggested to be involved in Mo binding in eukaryotic molybdopterin-dependent enzymes (32) , similar predictions cannot be made for these enzymes because of lack of identification of any similar conserved domain (9) .
